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1. GeneWeaver

What can we do with GeneWeaver?
- Web-based easy GSA (Gene Set Analysis)

Good
- Easy analysis and abundant gene sets

Bad
- In fish, only zebrafish is available




1. GeneWeaver

How to use?

Upload gene data
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1. GeneWeaver

How to use?
Create project
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We can search similar
gene sets and create
projects for further
analysis.




1. GeneWeaver

How to use?
Create project

Analyze GeneSets
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1. GeneWeaver

How to use?
Similar gene sets search

« Back to GanaSet details

Similar GeneSets:

Gune |mikrey
(euvcad)
Horan | [ | 425 A ven | GSISEST2: GONN3 1017 Sxracallular matdy Cones?

%

[ Aue Selesad o =roecl., :J Evoand A |

(- I -

wa xo | [l |35 fenns | GS193273: GOONNSSTR Rrodminacec s Sxcracliae masix R
wowean | [ (356 frven] 353 102147: GO DONSSPR proteinacacus eovacalilae man Coraass

waxo | [l (37 fenns| 65179537 GOOONR101 T axtacsilaar matdy Cr0se

o
o

Wowan | [18 Cwnes GS727335: MSKINE Geneset - HOLLMARK FRITHRLIAL YESSNCHYMAL TRANSITION 070023
woss | [ (93¢ Genas| GSRA4SN: GOOOVHAZD vt acclluar matdy ot

trenn | [ 116 fenan] 33201254 COOMMED cxeracalubr raty pan

na 2% :amntGS’lﬁECl DLl deoznden claozies meiiuz QTL 18 (Tddni3 Fublizhed QT Cor 5)

Rat 247 Seres | GE2247600 Colzracmal carcinoma res zzanee JTL 5 (Cola s Fublizhed QT Chr 6)

e 00D DD

Thorean w Cenes GSZIMM: AU Geonese: - "2dracelhiar matrix arganzation® pathwy gones

[

Namas | 257 Geran GSZ0LZL: [MeSH) Brzemat Membrane | COOIES

[

nae 224 :.a.'_fa‘:uﬁe'_-/‘ e dosendant chlaozies melnuz QITL 29 (ddnd Fublehed Q. Cor &)

[

Rac 203 Seres | GE224725 Expenmental alicrpic encephabomyaliniz QTL9 (5309 Auzkshad QIL U &)

o

vo.ae | [ 07 Garer GSLEIM1IL: GUIONOSSSL culager

(4]

Numa~ | 73 Genes | GE2AMAIL: [WetM] Tendwe : DULIILL

We can search similar gene sets with our uploaded gene sets.




2. Plano

What can we do with piano?

- Flexible GSA

- Analysis from raw output of microaray to
advanced GSA plot.

How to use?




2. Plano

Good
- Many species available

- Complicated plot with brief command.

Not good
- A bit R skills are needed.

- Microarray Is now not mainstream, so we

cannot make fully use of the benefit.




